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(54)ritle: NOVEL POLYPEPTIDES, cDNAS ENCODING THE SAME AND UTILIZATION THEREOF 



(57) Abstract 

Novel human polypeptides being expected as useful in preventing and/or treating various diseases, because of having hematopoietic 
cell-regulatory activity, tissue generation/reparation activity, activin/inhibin activity, taxis/chemotaxis activity, blood coagulation and 
thrombus activity, receptor/ligand activity, etc. 
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mmm 

mmutf u i:/^ k, *•©# y f & n - h r £ c d n a , 

*5«fctf-€-©Jfl& 

5 

*56Wtt» frMfttfy^^K, *0#U^K*3- Ht5c DNA. 

10 %m&m 

jbs4#je©#y^5 : 'H*fctt-€-ns=i-K-rscDNA&#«fc'5 

15 fcffl^^tiT^fc. l*»u *#rt*aistt#y^^Ha:,"^«w:4*s 

##Jfc£gi$&#T©*fgsaT5B^&£<, •?■©;: 

cDNA©fmftffi^-*x>X&ffi«&igfcfB&U *»© 

«U 7>^AfccDNAS^a-x>dfUTtt»E5l€ft3tU» «r«tt# 

25 y^y^Hsn-H-rsae^swrs^^sLTVis. n©#tfcti, 
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nt>*%.ttbT#mm&nmtv$& 0 ) <D±^^(DNmmz^i/i-)v^ 
mmzmmrzzjjm (y^^-^>xb7^ (ssd m 

mVtc OWf 6-315380 *t#J8D. $e»^^W^©t>t{C:, W^ffl^T 
15 (iiSSTg) fcffifgSftfc OfcS&fFfg 5,536,637 *t#H). 

^zmmfcftmm&n&zwmw&n. &&Tf*ti*u- n-rs cdna 

*^WMtt-r^cDNABB^J«. ^O->OC001, OM2 3 7, O 
A0 04btLT^3n> ±i2&#SST&£&fflLT#fc11t*g£Sl;:t 
25 b^AHam^*<J:r;ijgffli^**©iffilB&^ (T9 8G, ATCC No. crl 
-1690) ^^iSL^cDNA^'T^U-ckD^lg^nfco ?0->OC 
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0 0 1, OM2 3 7, OA0 0 4b«mge@ (CuWtl-TtlOC 0 0 
1, OM2 3 7, OA0 0 4bS&tLT&t>t£tlZ>) £n-K-f5^££ 
c DNAEjy^tT^g^c DNAT&5. 

mkun^-^^-^\z^m^nx^^n<Dmm^mzn\yX biastn 

5 *5<fctf FASTAH«fcD, £fc75y&E^Jx-^-XKg&£nTV>5l!Wl] 
<D-# "J H©75 /KE^JtC^LT BLASTXx BLASTP *5«fctf FASTA \Z 

«k0tt5Rbfc»*, *^©#'J^y^HOC0 0 1, OM2 3 7, OAO 

io y^Htt^ms^^o^t^M^nfe., cn^cu^b, 

#U^HOC0 0 1, OM2 3 7, OA 0 0 4 b i$ffiMfc$£MBM'V$> 
*fgE^#-r3cDNABB?lJtt, ^D->OAF0 7 5b£LT|s]££ 

is #has 3 0 3 (\ib^m^bn-^mmw:M^mn±^m-^m^\hm 

ffltRfaSl#i 0 ifc#o J. CeU. Physiol. 148, 245-251, 1991 
Experimental Hematol. 22, 482-487, 1994 tZtZWO ) £ f£g? LfccDNA7^y 
^'J-^O^St^tlfco ^O->OAF0 7 5 blOTieR 
OAFO 7 5b^a<hLT^fc>£n5) KTS^fc c DN A@B?«J£ 

20 ^fiicDNATJ&S. 

&&6B?lJx- * "C- X \Z&Wt $ tlT H agftfl ©&&B2?U fcttLT BLASTN 

fasta t«k £*:7 = y mmmT-z^-ziz&mznT^z&ft 

'J K<D7^ / ggBEWC&L-T BLASTX. BIASTP :fc«fctf FASTA \Z 

cfcO&ffcL-fcijgm, *^^©^'J^^HOAF 0 7 5 b*«k^n$3- 

25 F-rz>mmm\t-%.-rz&m*tzfritz. 2t>\z'&t>nrzTs.;m.mm<D 
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(1) ejhwi. 4, 6, 9^^ctti 2T-7r;2n2>7s.ymmmfr<bi3L2> 

(2) wie (i) tciamufc^u^y^K^D-H-r^cDNA, 

(3) 8B?IJ##2, 5, 7, 1 0££tel 3T^£n5^ggB?iJ^ii>ft5 
cDNA, 

(4) E?U##3, 8, 1 1 1 4Tf7KSn*ttL«E5iJ*^*:4 
10 cDNAdBTTS. 

**9!tts 6 *ns©#u h*=i - kts c dn Atcgrrs. 

iOm^W^ti. BE?Wt2, 5. 7. 1 O^fcttl 3T-^sn-5mssB^i 
^^•ScDNA. *J;«t§2» 5, 7. 10, 13. 3, 8, 11 
1 4 T^SttS&SIB^JKMiRttKl/W 7 U ^ XT S 7 7 9 * > h 
20 j&>£fc£cDNAK:lllT5. /W ^XT -5 cDNAKtt, ±fBBB?>J© 

HSW{ClC^^7f*§iB^J##l, 4, 6, 9*fcttl 2-r*sn<57 
25 9 0%£Lh, 0y*_fc£, 9 5, 9 8£fc&9 9%j&*fiai#*tl, 4, 6, 9 
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w&mm* 4, 6, 9^^«i 2-?7K-znz>T^;nmmfr 
t>3o<s, ^«4o, 6 o^jtui 0 omo&mLtzTs.snmi&'v. '> 

5 &<£:fc.7 0%, ft£L<\t'>ft<th8 0Sfc(i9 0%, <£»9$Fi;L<« 

$<=>{;:, E?iJ#*ll, 4, 6, 9££lil 2T5K£tt£7$y&gB?iJ^ib> 

10 h<h&, ^ftKifcl 0 75/BI, ft£V< \$'p&< £*> 1 57$7i. #1 
^2 0. 2 5, 3 0, 4 0, 5 0££te6 0 75/®^#£jti*-r5. 

IH?U#^2, 5, 7, 10, 13, 3, 8, 1 1 1 4T*i$nSl 

SBS?U^ c D N A izMVimz/U 7 U #4 XT 3 cDNAtll HK 
K, '>ft<tfc2 0l, #£L<tt4>ft<<ht>3 0®, 0^*40, 6 0S 

15 fctt 1 0 0 Lfc^SE?iJ@«T, < t % 7 0 % , ^b<tt'> 
&< tt>8 0^di9 0%, <fcD0?£L<W:9 5 %Sk±mis\&T~foZ>h<D-C 

IB?0##2, 5, 7, 10, 13, 3, 8, 1 1 Ztzit 1 4T*2tL%m. 
gE^£fc&5cDNA©:7^*>h£te, 1 0&S, *P£ 

20 L<tt4>fc<£t>l 5tgg, #J*tf2 0, 2 5, 3 0 £fc«4 0&ag&#£ 
j»*U j e© 5 t375:77^^>ht>*^<7)cDNA(3^n-5o 

$e>{C» *^BJH«, *^^OcDNA^^7iS^m*fc«^^^^- 
^StlS. ^^-tLTtt, #J*.fcf, or iflRttt, &Rfc«fcD±B 
cDNAWfgStWfc&tf^D*:-*--. ^D^E-^-OttflfHTOif^S^: 
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e ; ?*^T^T , b«kVi. -O-fc'hD (in vitro) fcfcvVf. 

m^\t c DNAtc^tffriT-s r NA(Dmm. fe£M®<Dmm&& \zm z. t 

*%W\Z\t, S2^J#^2, 5, 7, 10, 13, 3, 8, 1 1 £ 

ns&frFTfr&frtis z turn* b ^. 

ZZ\tr7>T±>XRNA*mm?Z>Z,th-?ZZ>o Z<D£5tSi7>?~t 

^zztbrzz. 
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1 2-c7R2titzTz.;m&mfrt>ftz>h(D$m\z. ^o-wx^Ltz^o 
tc 7 $ j mzM& v tz t> <d) , & j; zs*%m m >j h 7 ^ y wt& 

J:<ft£nw5efc?fc>.tt<ho©7S/&£3-K-r5:3 H>«1~6 
SSI Me t»im Leu»6ii) »e>ttT^<5. ftoT. 

# u k © t = / mmmz&z. z z t & < c d NAommmm z&tl* 

10 (2) T?ftfe2nZ>*%W<DcDNA\Z^ (1).©E^J##1, 4. 6, 

9 1 2 T^sns* u h K-ts-t^TcD&aE^jpa*^ 

(3) 1?#)l$tlScDNAH (2) T!*£n£cDNA<Z)H&i£T£9> 
15 ^^E^iJ^^^T. 

(4) (C^$n<5cDNAtt, (3) T#££n5cDNA{C5^0#f8!R 

E?>J##3, 8. 1 lZtzitl 4Hm2tlZ>t&&MP}&mTZ>cDNA(D 
20 teCJ&fcllISS S T& (^Bftff No.5,536,637 \ZWffi.) ©BlgK^Tift 
1j-^^D5ir7. * ir l/tvi ( Saccharotnyre; cerevisiaft ) fe^^I^^a 
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u-->^T^^iLT*^«i3^$nfe. mmmmjn at G&wmL 

fz^^mmo)^ >^;U^-ifite^S U C 2 (GENBANK accession 
NO.V01311) £SI#©fg31^*- (^SUB^O*:-*- (ADH^n^ 
-) £cktf*-5*-*- (JAAH5^7X$h* 
(Gammcrer, Methods in Enzymol. 101,192-201,1983) §PM§3&,£& 

2w ori, ^sii^-^-icittTRP i % jzmmmsm&tec oiei 

or i. 7CJ®ffiS3MttT-*-(Cti7>H'>U>^ffl$nT^^) \zm. 
fr&Aj-FmmS STffl^^-p SUC 2^ISLfco ^©SUC 2»fc? 
©±»iifc:o«^<DcDNA^ffl^^T% »§SST cDNA^^'J- 

llilfeilfc, I^tnfci^ic DNA^yytM^^n-H 
ILfc3D--^e»^S^*bT7*7X5 K£!SSfU -f hcDN 
KSSST cDNA7<y^U-©^|gtt 

(1) ^t^^aBfla^omRNA^mniL, ftizofflimm mmi) 

(2) mm i t\tmtzz>®%.<DMmmm mm in u-r htttsr?-?? 

it£?©±git Id # £> tltz c D N A ®rtf-£3ijg L , ^fm&f S XScfc 0 fc £ . 
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&xm*mL<ism?z>t. xn en t«, M^tfi^m%m<om^-p 

^©2Fffili#K:SSiW% Molecular aoning(Sambrook, J., Fritsch, E. F. 

& d; & Maniatis, T. ^> Cold Spring Harbor Laboratory Press <fc K> 1989 ¥ KfgfiJ) 
* fcte Current Protocol in Molecular Biology(F. M. Ausubel £>fiU John Wiley & 
Sons,Inc ckOfgTU) \ZUm<Dj3m\Zft-DTfttet>tlZ>o) KftoTmRNA© 

tt&tuzmmtvxits has 3 0 3 (\ib^mxhn-Tmmm:M 
j&m.m±*m~tomniiim$}m®. nvimto^&om*. j.ceii.physioi.i48, 

245-251, 1991 ^5<fctK Experimental Hematol. 22, 482-487, 1994 IdiB®) , £ tz\t 
hh^UT#«i9BJja<*T9 8G (ATCCNo.CRL-1690) &mtft>tlZ>. Steffi. 

c DNA^^tt^O^tCtOfT^^tlS. 

T^^-^^^ns^Jis^ (snui) u--r ht^oxg (2) urn 

Tfc«fc^. ftZLKit. gsfil tLTXho I , 1 1 tLTttEc oR I 

ig (2) -mT4DNA#u*^~ erswufeTiiHtu mmnry^ 
9-&mmvtt&. giiTMu 7#n-*mM&®j cage) i^d 

3 00~800b p©cDNA$tlt5. SNft II te. Bffi2Lfc<fc? KlM 

xn (3) m®¥£mm777>$} t <?*-\zmigi2tit->!fj-)v^'y 

^F&Wmhfcf >^)V9--V(T>m&rf-<D±mz (2) Ti^tlfccDNA 

mK*ffifr&fvT-±mmizmnifcm-z>xnT?$>z>. z crmnftmrn?? 
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uc2#fflv>e>n£. 

£© c D NA7< ^ 'J -T*fct "T^T©^ o->l:c DN A»rM-^A 
SSf9*n5t7-tl/t!->i (Saotamycscfiiesdsiae) («AtfYT4 5 

S©v^;^^K^M^^tlT^fc^<h&^LTV^. 
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d 0 <fc "5 k: LTf# £ tltz c D N A SSTTfWccDNAgrM 

15 £6 KftK mcDNA^yP-ytLT/1f> (Northern) 

SmRNAO^Xiic DNAOIMX&JtifcU S^DTfen^Kc 
DNAiig«MT^Stt^f.n5. 

NA^i«i:^5. *^©cDNA^Wt5^^-c 

( i ) £&£r£te%mmmfrzftm)mTz-%tik* 

ii 
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(2) ^^H^fiJc-TSm £Tz\Z 

(3) mte?mfr&x.mm*m^T±m-?z>jjm* 

A© 5 * ^MflCPfl^n H > (ATG) SrttifiU fWccDNA^, 3£ 
^yp^r-^- (mXif. trp/Dt-^-, lac^Dt-^- AP 
Lyat-^-, T7 7n*:-?-m ©TSEfcttttU *Jl®ftT*&arr 
(^j^ pBR3 2 2, pUC 1 8, pUC19f) \ZWAL 

mz. z\<D%ms<?*-T-Mn&mLtc±mw w%.&> e.coh dhl 

E.Coli JM10 9«ECoiiHB10 £j§^&J&JfcT*g«LT> ^© 

1# J; 0 g Wit 5# 'J h* S u t^tf 5. /^f'J7© 
S^^t^F pe lBOyytM^H) ^flJIBT ftfcf, 

^)77X^\zEmt?zi£v<zr^Y*ftm?%z\£*>-?zz>. zziz. 

i©#iJ^K«!:©7a-V3>- 7nT"f > (fusion protein) ££^5 

i i 4T^$n^Mge?ij^=i- K-f s c DNASiiysfc^*- 

-TV-VIX^?-, SV40^^-f) ^©il^ftT'o^-^- (00 
SV4 0 7DM-, LTR^Dt-^-, ^^o^^O^O 

^-^-^> ©T«Eic»AUTfg3s^^^-^»-r*. mz. &t>nrzm 
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c portion) Srn-K-rScDNA»fM-i:^-rs^tH<fcoT, 72-ya 
>.^D^<> (fusion protein) ££g-f5 ZL t t>T£5. 

mm im^Lmmmmm^nmkt s z.t\z^x. ^ommm* \zmmt 

i(Fc portion) KTS c DNAWfr&jftBTfcCltfc.koT* 7a 

-y3>'7of-f> (fusion protein) *fiS1"5^tt>*C*S. 

#*9i©#U KfcitflMifca- h*T3 c DNAH — 3*5 

S3 - Ft* c DN A©fi#*5^ttftffl WzJil* lif^cDNA 
[IJ-f >Stt*J:ttHfti»!/$NfeStt] 
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asset*. Tu >/m&&zfiB<)>/m$>z>MZ£*>t>fr 

^F^i5<ktX^S (severe combined immunodeficiency (S C I D) Sr^"^) ©io^ 

te* H I V, W&V-OVX (hepatitis viruses) ,^\;U^X^-r;UX (herpesviruses), 
T-fH/^f'JT (mycobacteria), 'J—>a?-7 (leshmania)> 77'J7 
(malaria) *5<fctf;&>>^ (candida) 0 £5 tf^^tf . ^ 

fc^m^^-r £#;t e>ns. MWiU^^n^ £ ? & 
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mm (sirs) <D£oti.&m&±m&. >?u->m* w^il-h 
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£-f>-fc*hD (in-vitro) &5WiX^X • fc?# (ex-vivo) (Tftfc^ #$S 

mvfemtmmz* to, *5cfctx#iSimi^^ft*^^n«^ 

®fttmmzmm%m<D&m. ^tzAxmrnom^^cmzh^mmzh^. 
mx-zztrnz-btiz. ^Mf&miz&QwsmztitcmziftMtfLte. ft^ft. 

&®mi\z&*)mK\stzmmmmoK&<Dfem.\znwc?z>. ztc. 
m®mf&HmftmzbG$)~c&z>o 

m\z^®t%7Lt>nz>. 



16 



WO 99/58668 



PCT/JP99/02485 



#&svi&(a©f&i»^©«/is#©@£©rm &&&m/®&u®<Dxm 
©Mtcifflttfe^ 5 ^, m$> z> wz®&<Dmm<D®}W \zm ltto#j& 
sns. *%w<omfcmz&y)mmi*ntz®±m/®&mmMtfL 
it. km. &zwm<D&m<Dm&zwm&xm<Dm&iznM? 

SWi, »»tfa**fc-r fcfe'T > • (in vivo) ^©jgjBfc«*.TX* 

x • (ex vivo) •e»/«ii««Biia»svitt^oHS^iffiiiia^fi^-rs. 

HOtt&fttk #«h>*JMg£# (Carpal tunnel syndrome) < &<fctf 

ffi©tt*sw;MB#*»©f&*K:*>^T<fcs. mrtttrictt. jg^&vh 

V># (Sequestering) SJ^StlS. 

t>%nmmm&z>wmmmiiiizM?z%t&, &z>wm%*ttmw. 
to#£ztft&tommtmm\z*m&£zf*mw&%i&m&&Tmmm<Dfe& 
tcjtLTt>am^rt#^e.n^. mwrnza. mmnmm 

^7A<7-^ t n-*>v>ffi. /\>^>h>m, ffimt&&m$im 

(amyotropic lateral), :fe«fctfv'W ' FU—ft— (Shy-Drager) Se^P©^;? 

te*mwm%<Dm&<Dfem\zm®X'&z>tm7Lt>n2>. m\z*mw\zfocx 
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£$i*58«!fi:i8ag (scarring) ©ffi^C«fcoTt>fit)tl5 t%X*>tlZ>. 

[ 7 * ^ k k k >«Stt] 

ns. 7*5Pk>M»M*;i^> (fsh) ©ttfflsswarraisttick 

ot^^tlS^ -Y>kk>&, &J&$!l&7M^E> (FSH) (Dtklh 
&©ttt©£*Sl^£M'>;*-t*\ «©» : P»iaE*«^d-&*-f >kt>©mttK: 

> k k y b ^;i/--/©ffi©g a+)-/iL- y h t ©^t^ 3 v>fcJy\ 

^ □ T _ T % uHTMfroaifi^ ^ f s umm zmmr z t w\z># 

#IHf! 4,798,885 ^£#!8L). *fgBJ©^6tt, ^ *J:t«»©<k"5tt« 

*©^«Hiaii*Tii<!itt«iM*ii«rfc«>fc, ttWfc*»fcaft«»4&fc*5 
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let 0 £CfcfiJii©i&Sie K:*Jj-**H*«fct«l!J©*jlli*jR&ffiJiS-fr* £ t 
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5fc££#:fccttfU#>h*©0iJ<bLT> -tK h;*K>£gfrfc,J:tf-€-©y# 

*-©U#>K, »I&fflffi5:fftflfcH»Lfc3£# (-fel^^> (Selectin), < 
>^yj> (Integurin) £«fctf-t©U S***^— • £££trinj&&* 

[^©te©«tt] 

nj^±$r^-r<!:#^^ns : mm. V4)vt» at?, *&xmam&&&& 
M»tt©««*«*-r« ; §t©fi, a©e. «i»a^tt«s© 

m). mm.- mtnm^tsnm^mz^Wi^it •, wi*a© 
«^^>^-&^^^^-r^ ; KttMfla©^^^©^©^^© 
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(DMtfemtttemm. mum. ^^im^mmommt^mm^Win 

^mMv^^\^twm&<D^^m\za^x. K&mmm 
sum (#, mm. tmmm, >i>m, rou luiosm 
mw) ommzmmtt\mmmzftmr%t%ttri. ^.mz^x% 
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«fe^ie^©a«, da/Ms. Bmmsititrmfoom&m. mm 
*e, #x aM, x-rx (aids), #tt§&tii# (#&&j£3§o, &m$t 

&s w*e©»rjt£#£®£ Lxm^xusmz* daws ^ i^T^^o 

£fc#fgiE©# 'J H L < tt*©ttlfi* K*-f >©# U 

©^u^-/^K^^-rsii»isfc«*^©ge (u*>H) ©Rj£. 

25^^«^©ae^^o-->^^fT^:-5^<h^-e#^. 

£fc#3&9i©# U H L < «*©BgmSM#3;fc«SfflBai*) H * 
-f>©7l?U^^h*) Srffll^T, mtf^xxh-^XT.* * 
fcte#fg$© c D N A L < tt*fgBJi©tf ij K©Kjriim«*fc 

«j ? HftK«t o*5fi»fl©#u^^ HtaiiaHrtTfffisffffl-rsTaE©^^ 
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fc?xmm(Dmm$.tc.\$7>3 L ±.>zDNA (rna) iictot, #u^:/ 
^K©»§i«#jh3i*sii£K:£sj&«$tt izmmrtZo ztc. *%m<o 

cDNA^a-^tHyi;?7i7 (genomic) DNA£#8tT?£5. |§) 
K©itfc^£#grr5 d t *> 

m^w^ds 

fi£A— A&fc9> — IhHCO^ 100/ig*^100mgO 
K^i*. 1 0*z grt^l 0 0mg©ISBT, -BHIia»&SleI#«P«:-5-S 

#3fiW*fc£tt£S#-rsiRK:tt, «Pg#©fc«>©B<M&Jdc*K 
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mu&*<Dttb(Dmte&f$.mzi$. mu tim, x^im. mm. 
fy'j^Tn^^A^), mmm (wmmtfV3-)m*)\'i>"y&m). 

mm. isuyzrm, -mizm^znttm&tzf&m 
m m^t. mm*. x*/-;n§o $^T^xt)j;u. z.v>mt£i&fc® 
\z. *m&t£%mimizm®m. mmmozotsimmm. vmi. mmi. 
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tt. WAtf*H«rHF» 2,868,691 |I|SSS 3,095355 ^93i&»f;:i¥L < IB 

*HR»£»£3na. *«©#*»£ UTtt* 4W^«tt»ffl»ia**J:^ 

s*a**«*tf&n3. #*tt©«*?atLTtt, #i;u*yDtr^>^'j3 
coj:5ttaj»Kftt, am. %\m, ftmm, gfeitm 

%ffim : po 1 y (A) + RNA©HS 

t hJ&Aflgif&il&fcOTR I z o 1 !£^(TRIzolreagent,^iS^GmCOBRL 
ck0lR5g) Sffl^TiRNA&aajL, mRNAejL'J7-i'^-v3> • * 
yb (mRNA Purification Kit, ISM, Pharmacia £ DIRrc) Sffl^TpO 1 
y (A) + RNA*«SLfc. 

mmM2 :gfSST cDNA^:/5'J-©fl§2 

±12© po 1 y (A) + RNA£HS!£Xho I gBft£g*SL£7 >^A 9 
me r : 5 ' — CGATTGAATTCTAGAC CTGC CTC GAGN 
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NNNNNNNN-3 ' (E?IJ#^15) $^7-tLT, X-/t-X 
2 ] )~7b-~7yZS. K • ->XfA (Superscript Plasmid System for cDNA Synthesis 
and Plasmid Cloning, iSS^* GIBCOBRL <k 0 B&5c) V>T 2 #81 cDNA 
O^tfLZftU-otz. ECORI7W- (GIBCOBRL ek 0 IS j»c) £DNA 
5 ^y-ya^'+^KVer. 2 (DNA ligation kit ver.2, . %Mfe 

HT»»L.fcSk XhoITMU 7^D-xm^«jT3 0 0~8 0 0 
bpCcDNA^DiiiLT^BU pSUC2 (*@&flFfg 5536637 
Rg) ©EcoRI/Not Ig|Ifil:SgL« «DH1 0 BflcHX!/? h 
10 o#I/-ya >J£T'JEmfc& LT&m SSTffl©cDNA7<y7U-^ 

15 C0cDNA7-f^7U-^7X5 K«WUI»Um» (Current 
Protocols In Molecular Biology 13.7.1 £ i: D l£S Y T K 1 2 #c £ J£S?i|g 

&U h'J7°h77> (Trp) £^£fcV>il#J§mig&#<&gftJ&itt (C 
MD-Trpgffi) <D7U-b±\Z3L%, 3 0t:T4 >=^^.^- h 

Lfctg. 7*:xh5>' U^U^7 • ~fV—5>— (Accutran Replica Plater, iSS 

20 £ / Schleicher & Schuell <fc D 15^) £fflV>T#e>ftfc3 a~- 0£«&&#) 

-0T0f|gYPRyU-h{CXNU-^LT3 0tT'4 8^>^ 
25 >+a^-Mm «l>TpSUC20^P-z 

>^im hoM^©SB?>j©2a^(Dy^-r-7- (•fe>xsattt*^>fkX'^ 
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fT-) £ffll>T&ft©#&£tir:oTPCR£fT^ -f >U"— h c DN A2r 
i#4gl/fc&> ^-Ti-tl-X (Dynabeads, DYNAL «fc 9 fiK^) 

Ttf^MI:i*^cDNA^|gL, &SE33J<D&££'fTfto£. 
JIJO^IiDNAy- ^r>v>^«*y h (DNA Sequencing kit(Dye Terminator 
5 Cycle Sequencing Ready Reaction), BSpd^. Applied Biosystems Inc. J: 0 

IfrD N A ^ X >1J— 3 7 3 (Applied Biosystems Inc.)T^® 0 £fr& 
10 <Z)ffl^i4^Stfl\ x-^^-XtS&$nT^^^ir^WcDNAt?^ 

: <7O->OC0 0 l©^ficDNA©^D-X>^«k^SSH 

15 mofcfe 

iScDNAO^D-->^i77V>cDNA7^'J7/fy-y3 
(Marathon cDNA Amplification Kit, f&i&£, Clontech 0 IR^) 
1CJ;5 3 ' RACE (Rapid Amplification of cDNA End) f££ffi^TfT&ofc. 

20 po 1 y (A) + RNA<fcDf£$3Lfc. S S TXn^ntzM&mMO® n\Z& 
^T&£f8§?Bl§&/&ATGM*gU;9±^CD2 7 me rO^^-OC 0 
0 1-F1 : 5 * — GTC CTTC AGC AAAAC AGTGGATTT A 
AA-3 * (E?iJ##16) £f£§3UT, i£3=-y Mc^ft^frlfcT^T*:? — 

y^^fT-tTPCR^ff^ofc. ^d->ocoo i \zmmmzm<&2ti 

25 fecDNA*7^n-7,m^«JT^®^ pT7Blue-2 T -Vector 

.S£> Novagen <fcOSR^) \zm%L. ^IIDH5 al:iSSiLT77X 

27 



WO 99/58668 



PCT/JP99/02485 



Sh*$iSUc. V0biZ5 ' {ffl©i£Se?>J£ifc£LTOC0 0 1 SST c 
3 \Z7K?m?\*'&Tc.* £ <E> IC^-7> »J -^^ A£&£U 

&<ktf fasta tcio, *fc75 y^ge^jx-^^-x^^^nT^-sii^] 

"J K ©7 5 y &SB?!lfc:*f LT BLASTX> BLASTP *5«fc FASTA 

tfimomg:. BLASTX, BLASTP FASTA it, ^D->OC0 0l (SE 
?IJ## 1 ©7 5 ymffi^lJ 1 2 ~ 3 4 4R3tf)^}gc) t-^-U HJ 5 > 
(neurotrimin[Rattus norvegicus]) (Genbank Accession U16845 ©75 ^SHE^U 
9-3 4 4ffl<Dmm FmGmi&mMm? (opioid-bindingceU 

adhesion molecule[Homo sapiens]) (Genbank Accession L34774C075/ 

ke^j9~3 4 5rn(Dmm £<Dffl\zm&uttm&&&z>z\t&*Ltz. z\ 
n*>(D#mmz&-3^T, ^n->ocooift ^<tt>^^.-ohu 

5> (neurotrimin) *ck^^t!^'f Ffe&MMl&Mm? (opioid-binding cell 
adhesion molecule) jWHf 3 t*3^aBJ^^«FH^ 7 7 5 U <t 

-rs testis. 

^$#15 : ^D->OM2 3 7©£gcDNA©£n-~>y*5<fcZ*!&gIB 
*3g9J<0^O->OM2 3 7 £&IT53d£0iJtt, OCO 0 1 tHtt&^ft 
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ilcDNA0^D-->^tt?7V>cDNA7>y i J 7^ ^r-y 3 
>'+yh (Marathon cDNA Amplification Kit, Clontech tt=t 0 flS^g) 

££5 3 ' RACEffi^fflViT, OCO 0 1 t^ttC^ffiTfr^ofc. 2* 

1 y (A) + RNA£<fcDf£i3Lfc. S S TT#^>tl^»E^J<Z)MtS^* 
V^Tit^lffliRPI^ATG^ c fcO±^©2 7me r©^7-OM2 3 
7 -F 1 : 5 ' — CCAGAAAGC ACAGCCCTGATTCTGCG 

t-3 ' (mmmm 7) &fp»LT, hici#^nfc7W-^ 
cdna£, ocooii«^t'j^o-->^u ±mmmm^ 

£&£U 75/^{3jffllRLT@2^J#^6*5 t fc^7{^-r@B^J^fc. 
^gB^IJ-X— ^^-^tC^^nTl^K»I©TOBS^J{C^LT BLASTN 

U HC75 7 HUE?!] LT BLASTX. BLASTP FASTA \Z 

£Q$>mLtcm&. *«B©#U'V7>KOM2 3 7*S«fctf-€-*l&3- KT 

6 : ?O->OA0 0 4 b®tlc DN A<D? >^*>J:tfifi£ 
M©^O->OA0 0 4bfcl8-f5MWi. OC0 0 ltW»&¥ 
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[poly (A) + RNA(D|B§3] 

t h ^'J T^MMMWT 9 8 G (ATCC No.CRL-1690) ct D TRIzol reagent 
(S&iS^ GIBCOBRL .fcDflR^) £fflV>Ts>RN AfcJfitiiU mRNA t? 
i'J7>{ ->a > • +y h (mRNA Purification Kit, i£no£, Pharmacia ,fc 
5 K>mt) £fflV>Tpo 1 y (A) + RNA£*g|gL;fc. 

c D N AOi? D-->.y£cfctmag2^J<2fc£] 

^7 a > v 7, x A ( GENETRAPPER cDNA Positive Selection System 
(GIBCOBRL)) fcJfl^Tfrfcofc. U 7 h • ^7X$ H * v 

10 Xf A (Superscript Plasmid System for cDNA Synthesis and Plasmid Cloning, 

GIBCOBRL) Srffl^Tt h^>J7^MiifflJ|&fcT9 8G©po 1 y (A) 
+ RNAJ;0 /7X= FpSPORTl (GIBCOBRL) ^^^-iLTdT- 
primed cDNAM^'J-^SLfc. O^K S S TT''& ZntcMMmm 
Oiitl^iT 2 7 m e r 0 t'tf >ft^7^ T-O A 0 0 4 - F 1 : 5 
15 ' -t , tf>-ATGCACATCTTCAAGCATGCTCAG-3 ' 
(MmmmS) *VmL1t&, V->V^vn- (GeneTrapper) *y h<D 

X= H*±l2©cDNA7<y7'J-^eiU»RL, ^IIDHI OBK^St 
U&LTz. •£t>\Zy>?&77'C?-DNAy'<>i)>!/*yh (Random 
20 Primer DNA Labeling kit, 8iA£. SMSicfcDlR^) §ffl^T 32 P-dCTP 
T^^;ULfcOA0 0 4 SST cDNA^D-^tlt, ^(D^fell 

©T, ^n^nOAO 0 4b££flWc. $^lw^--^>>J-x^ >^71/ 
25 -A£fc£U T$yiElcaf?LTBSasnJS^9*5J;^l 0^-rSB^J^#fc. 
^E^J-r-^^-XlC^^tlT^SgE^l^TOgB^JlC^LT BLASTN 
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fccktf FASTA tC«fc0, £fc75 J mimT-f^-zizmmztiT^z&to 

ij K<D7^y &EJIJK:# L-T BLASTX, BLASTP FASTA id 

<kOtt*UfclS*, *36B©#>J'V/? : KOAO 0 4bM o^wen^n 

S©^SGftT&5££#WELfco W»U ffiHttfc*©l&*» BLASTX. 
BLASTP & FASTA tt» ^P->OA0 04b (E*l##9 ©75 /6£gE 
3*1 171-311 Fn1tf>1gJ£) <h 52.8 kDlfil (Hypothetical 52.8kD 
protein[Caenorhabdtis elegans]) (SwissProt Accession YJ95 CAEEL ©757® 

82?ij2 9 9-4 5 3mo)mm <Dm\zmMtenm&tf$>z>zt**i>rz. s 

fc, i/D->OA004b (E3Wl9©75/ifcE?iJl 9 4-2 7 7F.3© 
fH^D t7 p l/t-U>-2 (presenilin-2[Homo sapiens]) (Genbank Accession 
A56993 <D7S.;mmm3 4 0-4 1 6 PQOfitt) ©Mfc'bW*£aM.5*l* 

4bH 4>U< t*>7U-t~V > (presenilin) 7 7 5 U-£E8fcf£tt*« 
^JfS^7 : i?D->OAF 0 7 5 b ©^Sc DN A<D^ >^*5ct^*l 

&B$g©&£ 

*^©i?n->oAFo 7 5 b \zm?2>nmm\** ocooi tmw* 

[po 1 y (A) + RNA©f3£!] 

t MMBW Ho-TlBfittHAS 3 0 3 (m*E*4*#lfl-l'mftlJj£$J 

ffi^Rffitt^cfco^) ckOTR i z o itm gibcobrl 
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yh (mRNA Purification Kit. iSM. Pharmacia £ 0 Wt) £ffl^Tpol 
y (A) + RNA5iSlt 

iIcDNA0^O-->^j77V>cDNA7>^U 7^er-->3 
5 >-+yh (Marathon cDNA Amplification Kit, f&M. Clontech tfccfc 0 B£5c) 
l:<k5 3 'RACEM^.T, OCO 0 1 <h|ig&®;fri£TfTfto£:. 2* 
$cDNA£p§3K:Wu &^0->©[fc&, Tfcfc^HAS 3 0 3»po 1 
y (A) + RNAJ:^SLfc. S S TT#enfe«SgB^JO«f«tS^T 
«£S8IRTO;£ATG^£^tr2 7me rro^-fV-OAF 0 7 5-F 
10 1:5' — CCCCGGGGACATGAGGTGGATACTGTT — 3 
' (E5»J#^19) £f£$3L"C\ gtf^ h^#$nfe7^^-y7<-7 
-tT-PCRSrfr&ofc. #D->OAF0 7 5 BK#£l${;:iii|i£*lfcc 

dna^oco o i tmmi3.^mTv>7u-->tfv. ±mmmm*&%.L, 
&&mm 4\zm-tun*%ti<jyv, oaf o 7 5 b<h£#tt£o ^st:* 

15 -y>'J-xW>^W-ASr^L. 7=i/gtt:SiJiRLT@B?iJ#^l 2*5 
<ktf 1 3 \Zmt&M*mtz.. 

mmm?- 2 1- x \z%m 3 nt n 5 Ottawa mlt blastn 

£,ktf FASTAfCfcO. ^c75 y®E^Jx-^-XKg®£nT^-5gE»] 
®# U H <D7 5 y Srse^Jtc^ bx blasts blastp £ <fc fasta k: 

20 zmmvrc&g:. *^o#'jwkoafo7 5 b, &&zs*n?ti 

25 t>\Zmm&&MOfeZk, BIASTX. BIASTP FASTA te, ^7D->OA 

f 0 7 5 b (mmmn 1 2 ©7 ^ j m&m 1-359 momm tzfuzfo 
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fi )V # *r is ^ (preprocarboxypeptidase A2[Homo sapiens]) 

(Genbank Accession U19977 0)7 ^ J 1 ~ 3 5 5 MOfgtt) <DT$\Z%%>, 

#X.^tlfcc ^nbOfB^&KlS^T. ^D->OAF0 7 5 bll 
5 < tb±m<D-?UZfn%)\,m->"<Zf?-?— tf A 2 (preprocarboxypeptidase 
A2[Homo sapiens]) £l^&fc?H4 S^iTTS <h$3r£n3o 
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fcte^©? 7 if* > h ©** D - U H . 

&<Dmm 1 «i2gc©# u h. 

3 . g*&®t6BB$ 1 «KfE*£nfc# 'J Kfcs- KT5 c DN A„ 

4. E?lJ#-^2, 5, 7, 1 OSfcttl 3Tf^^tl-5^SSB^b^^»^ 
©ISHfg3 3iiBic©c DNA, ^^©BB^JKjlftWK/W 
577^>h^5cDNA. 

mm 3 ^tea© c d n a, tutittommzm&mz/u ^< xr 3 7 

6 . m$.v>mmm 3 3^ 5 JS©v»rn*»©«Kifi*© cdna^ 

7 . m*<Dmm&6mmt<o&®&tc\mm^i7*-i?mnifc&2titzm$. 
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SEQUENCE LISTING 
<110> Ono Pharmaceutical Co., Ltd. 

<120> Novel Polypeptides, cDNA coding these polypeptides and Use thereof 

<130> 0NF-2975PCT 
<141> 1999-05-13 

<150> JP 10-131815 
<151> 1998-05-14 

<160> 19 

<170> Patentln Ver. 2. 0 

<210> 1 
<211> 344 
<212> PRT 

<213> Homo sapiens 
<400> 1 

Met Lys Thr lie Gin Pro Lys Met His Asn Ser He Ser Trp Ala He 
-25 -20 -15 
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Phe Thr Gly Leu Ala Ala Leu Cys Leu Phe Gin Gly Val Pro Val Arg 

-10 -5 -11 

Ser Gly Asp Ala Thr Phe Pro Lys Ala Met Asp Asn Val Thr Val Arg 
5 10 15 20 

Gin Gly Glu Ser Ala Thr Leu Arg Cys Thr He Asp Asn Arg Val Thr 

25 30 35 

Arg Val Ala Trp Leu Asn Arg Ser Thr He Leu Tyr Ala Gly Asn Asp 

40 45 50 

Lys Trp Cys Leu Asp Pro Arg Val Val Leu Leu Ser Asn Thr Gin Thr 

55 60 65 

Gin Tyr Ser He Glu He Gin Asn Val Asp Val Tyr Asp Glu Gly Pro 

70 75 80 

Tyr Thr Cys Ser Val Gin Thr Asp Asn His Pro Lys Thr Ser Arg Val 
85 90 95 100 

His Leu He Val Gin Val Ser Pro Lys He Val Glu He Ser Ser Asp 

105 110 115 

He Ser He Asn Glu Gly Asn Asn He Ser Leu Thr Cys He Ala Thr 

120 125 130 

Gly Arg Pro Glu Pro Thr Val Thr Trp Arg His He Ser Pro Lys Ala 

135 140 145 

Val Gly Phe Val Ser Glu Asp Glu Tyr Leu Glu He Gin Gly He Thr 

150 155 160 

Arg Glu Gin Ser Gly Asp Tyr Glu Cys Ser Ala Ser Asn Asp Val Ala 
165 170 175 180 
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Ala Pro Val Val Arg Arg Val Lys Val Thr Val Asn Tyr Pro Pro Tyr 

185 190 195 

He Ser Glu Ala Lys Gly Thr Gly Val Pro Val Gly Gin Lys Gly Thr 

200 205 210 

Leu Gin Cys Glu Ala Ser Ala Val Pro Ser Ala Glu Phe Gin Trp Tyr 

215 220- 225 

Lys Asp Asp Lys Arg Leu He Glu Gly Lys Lys Gly Val Lys Val Glu 

230 235 240 

Asn Arg Pro Phe Leu Ser Lys Leu He Phe Phe Asn Val Ser Glu His 
245 250 255 260 

Asp Tyr Gly Asn Tyr Thr Cys Val Ala Ser Asn Lys Leu Gly His Thr 

265 270 275 

Asn Ala Ser He Met Leu Phe Gly Pro Gly Ala Val Ser Glu Val Ser 

280 285 290 

Asn Gly Thr Ser Arg Arg Ala Gly Cys Val Trp Leu Leu Pro Leu Leu 

295 300 305 

Val Leu His Leu Leu Leu Lys Phe 
310 315 



<210> 2 
<211> 1032 
<212> DNA 
<213> Homo sapiens 
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<400> 2 






atgaaaacca 


tccagccaaa 


aatgcacaat 


gctgctctgt 


gtctcttcca 


aggagtgccc 


gctatggaca 


acgtgacggt 


ccggcagggg 


aaccgggtca 


cccgggtggc 


ctggctaaac 


aagtggtgcc 


tggatcctcg 


cgtggtcctt 


gagatccaga 


acgtggatgt 


gtatgacgag 


aaccacccaa 


agacctctag 


ggtccacctc 


atttcttcag 


atatctccat 


taatgaaggg 


ggtagaccag 


agcctacggt 


tacttggaga 


agtgaagacg 


aatacttgga 


aattcagggc 


tgcagtgcct 


ccaatgacgt 


ggccgcgccc 


tatccaccat 


acatttcaga 


agccaagggt 


ctgcagtgtg 


aagcctcagc 


agtcccctca 


agactgattg 


aaggaaagaa 


aggggtgaaa 


atcttcttca 


atgtctctga 


acatgactat 


ctgggccaca 


ccaatgccag 


catcatgcta 


aacggcacgt 


cgaggagggc 


aggctgcgtc 


cttctcaaat 


tt 





<210> 3 
<211> 1693 



tctatctctt gggcaatctt cacggggctg 60 
gtgcgcagcg gagatgccac cttccccaaa 120 
gagagcgcca ccctcaggtg cactattgac 180 
cgcagcacca tcctctatgc tgggaatgac 240 
ctgagcaaca cccaaacgca gtacagcatc 300 
ggcccttaca cctgctcggt gcagacagac 360 
attgtgcaag tatctcccaa aattgtagag 420 
aacaatatta gcctcacctg catagcaact 480 
cacatctctc ccaaagcggt tggctttgtg 540 
atcacccggg agcagtcagg ggactacgag 600 
gtggtacgga gagtaaaggt caccgtgaac 660 
acaggtgtcc ccgtgggaca aaaggggaca 720 
gcagaattcc agtggtacaa ggatgacaaa 780 
gtggaaaaca gacctttcct ctcaaaactc 840 
gggaactaca cttgcgtggc ctccaacaag 900 
tttggtccag gcgccgtcag cgaggtgagc 960 
tggctgctgc ctcttctggt cttgcacctg 1020 

1032 
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<212> DNA 

<213> Homo sapiens 
<220> 

<223> Clone 0C001 derived from human brain 

<220> 
<221> CDS 

<222> (130).. (1161) 
<220> 

<221> si&j)eptide 
<222> (130).. (213) 

<220> 

<221> mat_peptide 
<222> (214).. (1161) 

<400> 3 

gtccttcagc aaaacagtgg atttaaatct ccttgcacaa gcttgagagc aacacaatct 60 
atcaggaaag aaagaaagaa aaaaaaccga acctgacaaa aaagaagaaa aagaagaaga 120 
aaaaaaatc atg aaa acc ate cag cca aaa atg cac aat tct ate tct tgg 171 
Met Lys Thr He Gin Pro Lys Met His Asn Ser He Ser Trp 
-25 -20 -15 
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gca ate ttc acg ggg ctg get get ctg tgt etc ttc caa gga gtg ccc 219 
Ala He Phe Thr Gly Leu Ala Ala Leu Cys Leu Phe Gin Gly Val Pro 

-10 -5 -1 1 

gtg cgc age gga gat gee acc ttc ccc aaa get atg gac aac gtg acg 267 
Val Arg Ser Gly Asp Ala Thr Phe Pro Lys Ala Met Asp Asn Val Thr 

5 10 15 

gtc egg cag ggg gag age gec acc etc agg tgc act att gac aac egg 315 
Val Arg Gin Gly Glu Ser Ala Thr Leu Arg Cys Thr He Asp Asn Arg 

20 25 30 

gtc acc egg gtg gee tgg eta aac cgc age acc ate etc tat get ggg 363 
Val Thr Arg Val Ala Trp Leu Asn Arg Ser Thr He Leu Tyr Ala Gly 
35 40 45 50 

aat gac aag tgg tgc ctg gat cct cgc gtg gtc ctt ctg age aac acc 411 
Asn Asp Lys Trp Cys Leu Asp Pro Arg Val Val Leu Leu Ser Asn Thr 

55 60 65 

caa acg cag tac age ate gag ate cag aac gtg gat gtg tat gac gag 459 
Gin Thr Gin Tyr Ser lie Glu He Gin Asn Val Asp Val Tyr Asp Glu 

70 75 80 

ggc cct tac acc tgc teg gtg cag aca gac aac cac cca aag acc tct 507 
Gly Pro Tyr Thr Cys Ser Val Gin Thr Asp Asn His Pro Lys Thr Ser 

85 90 95 

agg gtc cac etc att gtg caa gta tct ccc aaa att gta gag att tct 555 
Arg Val His Leu He Val Gin Val Ser Pro Lys He Val Glu He Ser 
100 105 110 
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tea gat ate tec att aat gaa ggg aac aat att age etc ace tgc ata 603 

Ser Asp He Ser He Asn Glu Gly Asn Asn He Ser Leu Thr Cys He 

115 120 125 130 

gca act ggt aga cca gag cct acg gtt act tgg aga cac ate tct ccc 651 

Ala Thr Gly Arg Pro Glu Pro Thr Val Thr Trp Arg His He Ser Pro 

135 140 145 

aaa gcg gtt ggc ttt gtg agt gaa gac gaa tac ttg gaa att cag ggc 699 

Lys Ala Val Gly Phe Val Ser Glu Asp Glu Tyr Leu Glu He Gin Gly 

150 155 160 

ate ace egg gag cag tea ggg gac tac gag tgc agt gec tec aat gac 747 

He Thr Arg Glu Gin Ser Gly Asp Tyr Glu Cys Ser Ala Ser Asn Asp 

165 170 175 

gtg gec gcg ccc gtg gta egg aga gta aag gtc acc gtg aac tat cca 795 

Val Ala Ala Pro Val Val Arg Arg Val Lys Val Thr Val Asn Tyr Pro 

180 185 190 

cca tac att tea gaa gec aag ggt aca ggt gtc ccc gtg gga caa aag 843 

Pro Tyr He Ser Glu Ala Lys Gly Thr Gly Val Pro Val Gly Gin Lys 

195 200 205 210 

ggg aca ctg cag tgt gaa gee tea gca gtc ccc tea gca gaa ttc cag 891 

Gly Thr Leu Gin Cys Glu Ala Ser Ala Val Pro Ser Ala Glu Phe Gin 

215 220 225 

tgg tac aag gat gac aaa aga ctg att gaa gga aag aaa ggg gtg aaa 939 

Trp Tyr Lys Asp Asp Lys Arg Leu He Glu Gly Lys Lys Gly Val Lys 

230 235 240 
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gtg gaa aac aga cct ttc etc tea aaa etc ate ttc ttc aat gtc tct 987 
Val Glu Asn Arg Pro Phe Leu Ser Lys Leu He Phe Phe Asn Val Ser 

245 250 255 

gaa cat gac tat ggg aac tac act tgc gtg gec tec aac aag ctg ggc 1035 
Glu His Asp Tyr Gly Asn Tyr Thr Cys Val Ala Ser Asn Lys Leu Gly 

260 265 270 

cac acc aat gec age ate atg eta ttt ggt cca ggc gee gtc age gag 1083 
His Thr Asn Ala Ser He Met Leu Phe Gly Pro Gly Ala Val Ser Glu 
275 280 285 290 

gtg age aac ggc acg teg agg agg gca ggc tgc gtc tgg ctg ctg cct 1131 
Val Ser Asn Gly Thr Ser Arg Arg Ala Gly Cys Val Trp Leu Leu Pro 

295 300 305 

ctt ctg gtc ttg cac ctg ctt etc aaa ttt tgatgtgagt gccacttccc 1181 
Leu Leu Val Leu His Leu Leu Leu Lys Phe 

310 315 
cacccgggaa aggctgccgc caccaccacc accaacacaa cagcaatggc aacaccgaca 1241 
gcaaccaatc agatatatac aaatgaaatt agaagaaaca cagcctcatg ggacagaaat 1301 
ttgagggagg ggaacaaaga atactttggg gggaaaaaag ttttaaaaaa gaaattgaaa 1361 
attgecttge agatatttag gtacaatgga gttttctttt cccaaacggg aagaacacag 1421 
cacacccggc ttggacccac tgcaagctgc ategtgeaac ctctttggtg ccagtgtggg 1481 
caagggctca gcctctctgc ccacagagtg cccccacgtg gaacattctg gagctggeca 1541 
tcccaaattc aatcagtcca tagagacgaa cagaatgaga ccttccggcc caagcgtggc 1601 
getgegggea ctttggtaga ctgtgccacc acggcgtgtg ttgtgaaacg tgaaataaaa 1661 
agagcaaaaa aaaaaaaaaa aaaaaaaaaa aa 1693 
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<210> 4 
<211> 313 
<212> PRT 
<213> Hoio sapiens 

<400> 4 

Arg Ser Gly Asp Ala Thr Phe Pro Lys Ala Met Asp Asn Val Thr Val 

15 10 15 

Arg Gin Gly Glu Ser Ala Thr Leu Arg Cys Thr lie Asp Asn Arg Val 

20 25 30 

Thr Arg Val Ala Trp Leu Asn Arg Ser Thr He Leu Tyr Ala Gly Asn 

35 40 45 

Asp Lys Trp Cys Leu Asp Pro Arg Val Val Leu Leu Ser Asn Thr Gin 

50 55 60 

Thr Gin Tyr Ser He Glu He Gin Asn Val Asp Val Tyr Asp Glu Gly 
65 70 75 80 

Pro Tyr Thr Cys Ser Val Gin Thr Asp Asn His Pro Lys Thr Ser Arg 

85 90 95 

Val His Leu He Val Gin Val Ser Pro Lys He Val Glu He Ser Ser 

100 105 110 

Asp He Ser He Asn Glu Gly Asn Asn He Ser Leu Thr Cys He Ala 
115 120 125 
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Thr Gly Arg Pro Glu Pro Thr Val Thr Trp Arg His He Ser Pro Lys 

130 135 140 

Ala Val Gly Phe Val Ser Glu Asp Glu Tyr Leu Glu He Gin Gly He 
145 150 155 160 

Thr Arg Glu Gin Ser Gly Asp Tyr Glu Cys Ser Ala Ser Asn Asp Val 

165 170 175 

Ala Ala Pro Val Val Arg Arg Val Lys Val Thr Val Asn Tyr Pro Pro 

180 185 190 

Tyr lie Ser Glu Ala Lys Gly Thr Gly Val Pro Val Gly Gin Lys Gly 

195 200 205 

Thr Leu Gin Cys Glu Ala Ser Ala Val Pro Ser Ala Glu Phe Gin Trp 

210 215 220 

Tyr Lys Asp Asp Lys Arg Leu He Glu Gly Lys Lys Gly Val Lys Val 
225 230 235 240 

Glu Asn Arg Pro Phe Leu Ser Lys Leu He Phe Phe Asn Val Ser Glu 

245 250 255 

His Asp Tyr Gly Asn Tyr Thr Cys Val Ala Ser Asn Lys Leu Gly His 

260 265 270 

Thr Asn Ala Ser He Met Leu Phe Gly Pro Gly Ala Val Ser Glu Val 

275 280 285 

Ser Asn Gly Thr Ser Arg Arg Ala Gly Cys Val Trp Leu Leu Pro Leu 

290 295 300 

Leu Val Leu His Leu Leu Leu Lys Phe 
305 310 
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<210> 5 
<2U> 939 
<212> DNA 
<213> Homo sapiens 



<400> 5 



cgcagcggag 


atgccacctt 


ccccaaagct 


agcgccaccc 


tcaggtgcac 


tattgacaac 


agcaccatcc 


tctatgctgg 


gaatgacaag 


agcaacaccc 


aaacgcagta 


cagcatcgag 


ccttacacct 


gctcggtgca 


gacagacaac 


gtgcaagtat 


ctcccaaaat 


tgtagagatt 


aatattagcc 


tcacctgcat 


agcaactggt 


atctctccca 


aagcggttgg 


ctttgtgagt 


acccgggagc 


agtcagggga 


ctacgagtgc 


gtacggagag 


taaaggtcac 


cgtgaactat 


ggtgtccccg 


tgggacaaaa 


ggggacactg 


gaattccagt 


ggtacaagga 


tgacaaaaga 


gaaaacagac 


ctttcctctc 


aaaactcatc 


aactacactt 


gcgtggcctc 


caacaagctg 


ggtccaggcg 


ccgtcagcga 


ggtgagcaac 


ctgctgcctc 


ttctggtctt 


gcacctgctt 



atggacaacg tgacggtccg gcagggggag 60 
cgggtcaccc gggtggcctg gctaaaccgc 120 
tggtgcctgg atcctcgcgt ggtccttctg 180 
atccagaacg tggatgtgta tgacgagggc 240 
cacccaaaga cctctagggt ccacctcatt 300 
tcttcagata tctccattaa tgaagggaac 360 
agaccagagc ctacggttac ttggagacac 420 
gaagacgaat acttggaaat tcagggcatc 480 
agtgcctcca atgacgtggc cgcgcccgtg 540 
ccaccataca tttcagaagc caagggtaca 600 
cagtgtgaag cctcagcagt cccctcagca 660 
ctgattgaag gaaagaaagg ggtgaaagtg 720 
ttcttcaatg tctctgaaca tgactatggg 780 
ggccacacca atgccagcat catgctattt 840 
ggcacgtcga ggagggcagg ctgcgtctgg 900 
ctcaaattt 939 
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<210> 6 

<211> 478 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Met Phe Lys Phe His Gin Met Lys His He Phe Glu He Leu Asp Lys 

1 5 10 15 

Met Arg Cys Leu Arg Lys Arg Ser Thr Val Ser Phe Leu Gly Val Leu 

20 25 30 

Val He Phe Leu Leu Phe Met Asn Leu Tyr lie Glu Asp Ser Tyr Val 

35 40 45 

Leu Glu Gly Asp Lys Gin Leu lie Arg Glu Thr Ser Thr His Gin Leu 

50 55 60 

Asn Ser Glu Arg Tyr Val His Thr Phe Lys Asp Leu Ser Asn Phe Ser 
65 70 75 80 

Gly Ala He Asn Val Thr Tyr Arg Tyr Leu Ala Ala Thr Pro Leu Gin 

85 90 95 

Arg Lys Arg Tyr Leu Thr He Gly Leu Ser Ser Val Lys Arg Lys Lys 

100 105 110 

Gly Asn Tyr Leu Leu Glu Thr He Lys Ser He Phe Glu Gin Ser Ser 
115 120 125 
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Tyr Glu Glu Leu Lys 
130 

Asn Ser Ser Trp Arg 
145 

Ala His His lie He 
165 

Glu Tyr Tyr Pro He 
180 

Glu Asp Arg Val Lys 
195 

Leu Leu Asn Phe Cys 
210 

Asp Asp Val Arg Cys 

225 

lie Ala Ser Leu Glu 
245 

Leu Gly Tyr He Gly 
. 260 

Ala His Phe Leu Leu 
275 

Leu Thr His Phe Arg 
290 

Lys Pro Ser Leu Phe 
305 



Glu He Ser Val Val He 
135 

Asp Ala Met Val Gin Asp 
150 155 
Ala Gly Arg Leu Met Val 
170 

Leu Asp Gly Leu Lys Arg 
185 

Phe Arg Ser Lys Gin Asn 
200 

Ala Asn Thr Ser Asp Tyr 
215 

Ser Lys Asn Phe Leu Thr 
230 235 
Gly Thr Tyr Trp Val Thr 
250 

Lys Leu Tyr His Ser His 
265 

Met Phe Tyr Gin Glu Met 
280 

Gly Leu Leu Ala Gin Lys 
295 

Gin His Met Gly Tyr Tyr 
310 315 



His Leu Ala Asp Phe 
140 

He Thr Gin Lys Phe 
160 

He His Ala Pro Glu 
175 

Asn Tyr Asn Asp Pro 
190 

Val Asp Tyr Thr Phe 
205 

Tyr Val Met Leu Glu 
220 

Ala He Lys Lys Val 
240 

Leu Glu Phe Ser Lys 
255 

Asp Leu Pro Arg Leu 
270 

Pro Cys Asp Trp Leu 
285 

Asn Val He Arg Phe 
300 

Ser Ser Tyr Lys Gly 
320 
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Thr Glu Asn Lys Leu Lys Asp Asp Asp Phe Glu Glu Glu Ser Phe Asp 

325 330 335 

He Pro Asp Asn Pro Pro Ala Ser Leu Tyr Thr Asn Mel Asn Val Phe 

340 345 350 

Glu Asn Tyr Glu Ala Ser Lys Ala Tyr Ser Ser Val Asp Glu Tyr Phe 

355 360 365 

Trp Gly Lys Pro Pro Ser Thr Gly Asp Val Phe Val He Val Phe Glu 

370 375 380 

Asn Pro He He He Lys Lys He Lys Val Asn Thr Gly Thr Glu Asp 
385 390 395 400 

Arg Gin Asn Asp He Leu His His Gly Ala Leu Asp Val Gly Glu Asn 

405 410 415 

Val Met Pro Ser Lys Gin Arg Gly Gin Cys Ser Thr Tyr Leu Arg Leu 

420 425 430 

Gly Glu Phe Lys Asn Gly Asn Phe Glu Met Ser Gly Val Asn Gin Lys 

435 440 445 

He Pro Phe Asp He His Cys Met Arg He Tyr Val Thr Lys Thr Gin 

450 455 460 

Lys Glu Trp Leu He He Arg Ser He Ser He Trp Thr Ser 
465 470 475 



<210> 7 
<211> 1434 
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<212> DNA 

<213> Homo sapiens 



<400> 7 








atgtttaaat ttcatcaaat 


gaaacatatt tttgaaatac ttgataaaat 


gagatgcctg 


60 


agaaaacgtt ctacagtgtc 


attcttggga gttcttgtca tttttctcct 


ttttatgaac 


120 


ttgtacattg aagatagcta 


tgttctggaa ggagacaaac aacttataag 


ggaaacatcc 


180 


acacatcaac tgaattcaga 


acgctatgtt catactttca aggatttatc 


taatttctca 


240 


ggagccataa atgtcaccta 


tcgctaccta gctgccacac ctttacaaag 


aaagcggtat 


300 


cttacaattg gactttcttc 


agtaaagcga aaaaaaggaa actatttact 


tgagacaatt 


360 


aagtcaattt ttgagcaatc 


cagctatgaa gagctgaagg aaatttcagt 


ggtgattcac 


420 


ctagcagact ttaattcttc 


ctggcgtgat gccatggtcc aggatattac 


acagaaattt 


480 


gcgcaccata ttattgcagg 


aagattaatg gttatacatg ctccagagga 


gtattaccca 


540 


atcctagatg gccttaaaag 


aaattacaat gatccagaag atagagtcaa 


atttcgttcc 


600 


aagcaaaatg tagattatac 


ttttctgctt aatttttgtg ccaatacttc 


agactattat 


660 


gtaatgcttg aagatgatgt 


tcgatgttca aaaaatttct taactgccat 


caagaaagtc 


720 


attgcatccc tagaaggaac 


ttactgggta actcttgaat tctctaagct 


tggctacatt 


780 


ggtaaactct atcattctca 


tgatctccca cgtttggccc attttttatt 


aatgttttat 


840 


caagaaatgc cttgtgattg 


gctattgact catttccgtg gtctgttggc 


tcagaaaaat 


900 


gtgatccgtt ttaaaccatc 


tctctttcag cacatgggct attattcatc 


atacaaaggg 


960 


acggagaata agctgaagga 


tgatgatttt gaagaggagt catttgacat 


tcctgataac 


1020 


ccccctgcaa gtctgtacac 


caacatgaat gtgtttgaaa attatgaagc 


aagcaaggct 


1080 


tacagtagtg ttgatgagta 


cttttggggg aaaccacctt caacaggaga 


tgtttttgtg 


1140 


attgtatttg aaaatccaat 


tataataaaa aaaattaaag taaatactgg 


aacagaagat 


1200 
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cggcaaaatg atattttgca tcatggagcc ctagatgttg gggaaaacgt tatgcctagc 1260 

aaacaaaggg gacaatgttc tacttactta agactaggag aattcaaaaa tggaaacttt 1320 

gaaatgtcag gtgtaaatca aaaaattcca tttgatatac attgtatgag gatatatgtc 1380 

accaaaacac aaaaggaatg gctaattatt aggagtatta gcatttggac net 1434 

<210> 8 
<211> 2131 
<212> DNA 
<213> Homo sapiens 

<220> 

<223> Clone OM237 derived from human brain 

<220> 
<221> CDS 

<222> (114).. (1547) 
<400> 8 

ccagaaagca cagccctgat tetgegtgag aaaggctatc tctacagaaa etaaaaeggt 60 
ateaaeggtt tctgtacagc acagattatg acagegtett tcttaagaag aga atg 116 

Met 
1 

ttt aaa ttt cat caa atg aaa cat att ttt gaa ata ctt gat aaa atg 164 
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Phe Lys Phe His Gin Met Lys 
5 

aga tgc ctg aga aaa cgt tct 
Arg Cys Leu Arg Lys Arg Ser 
20 

att ttt etc ctt ttt atg aac 
lie Phe Leu Leu Phe Met Asn 
35 40 
gaa gga gac aaa caa ctt ata 
Glu Gly Asp Lys Gin Leu He 
50 55 
tea gaa cgc tat gtt cat act 
Ser Glu Arg Tyr Val His Thr 
70 

gec ata aat gtc acc tat cgc 
Ala He Asn Val Thr Tyr Arg 
85 

aag egg tat ctt aca att gga 
Lys Arg Tyr Leu Thr He Gly 
100 

aac tat tta ctt gag aca att 
Asn Tyr Leu Leu Glu Thr He 
115 120 
gaa gag ctg aag gaa att tea 



His He Phe Glu He 
10 

aca gtg tea ttc ttg 
Thr Val Ser Phe Leu 
25 

ttg tac att gaa gat 
Leu Tyr He Glu Asp 
45 

tec aca 
Ser Thr 
60 

tta tct 
Leu Ser 



agg gaa aca 
Arg Glu Thr 

ttc aag gat 
Phe Lys Asp 
75 

tac eta get 
Tyr Leu Ala 
90 

ctt tct tea 
Leu Ser Ser 
105 

aag tea att 
Lys Ser He 



gec aca 
Ala Thr 

gta aag 
Val Lys 



Leu Asp Lys 
15 

gga gtt ctt 
Gly Val Leu 
30 

age tat gtt 
Ser Tyr Val 

cat caa ctg 
His Gin Leu 

aat ttc tea 
Asn Phe Ser 
80 

cct tta caa 
Pro Leu Gin 
95 

cga aaa aaa 
Arg Lys Lys 
110 

caa tec age 
Gin Ser Ser 



Met 

gtc 212 
Val 

ctg 260 
Leu 

aat 308 
Asn 
65 

gga 356 
Gly 

aga 404 
Arg 

gga 452 
Gly 



tat 500 
Tyr 



ttt gag 
Phe Glu 
125 

gtg gtg att cac eta gca gac ttt aat 548 



17/39 



WO 99/58668 



PCT/JP99/02485 



Glu Glu Leu Lys Glu lie Ser Val Val He His Leu Ala Asp Phe Asn 
130 135 140 145 

tct tec tgg cgt gat gec atg gtc cag gat att aca cag aaa ttt gcg 596 
Ser Ser Trp Arg Asp Ala Met Val Gin Asp He Thr Gin Lys Phe Ala 

150 155 160 

cac cat att att gca gga aga tta atg gtt ata cat get cca gag gag 644 
His His He He Ala Gly Arg Leu Met Val He His Ala Pro Glu Glu 

165 170 175 

tat tac cca ate eta gat ggc ctt aaa aga aat tac aat gat cca gaa 692 
Tyr Tyr Pro He Leu Asp Gly Leu Lys Arg Asn Tyr Asn Asp Pro Glu 

180 185 190 

gat aga gtc aaa ttt cgt tec aag caa aat gta gat tat act ttt ctg 740 
Asp Arg Val Lys Phe Arg Ser Lys Gin Asn Val Asp Tyr Thr Phe Leu 

195 200 205 

ctt aat ttt tgt gec aat act tea gac tat tat gta atg ctt gaa gat 788 
Leu Asn Phe Cys Ala Asn Thr Ser Asp Tyr Tyr Val Met Leu Glu Asp 
210 215 220 225 

gat gtt cga tgt tea aaa aat ttc tta act gec ate aag aaa gtc att 836 
Asp Val Arg Cys Ser Lys Asn Phe Leu Thr Ala He Lys Lys Val He 

230 235 240 

gca tec eta gaa gga act tac tgg gta act ctt gaa ttc tct aag ctt 884 
Ala Ser Leu Glu Gly Thr Tyr Trp Val Thr Leu Glu Phe Ser Lys Leu 

245 250 255 

ggc tac att ggt aaa etc tat cat tct cat gat etc cca cgt ttg gec 932 
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Gly Tyr He Gly Lys Leu Tyr His Ser His Asp Leu Pro Arg Leu Ala 

260 265 270 

cat ttt tta tta atg ttt tat caa gaa atg cct tgt gat tgg eta ttg 980 

His Phe Leu Leu Met Phe Tyr Gin Glu Met Pro Cys Asp Trp Leu Leu 

275 280 285 

act cat ttc cgt ggt ctg ttg get cag aaa aat gtg ate cgt ttt aaa 1028 

Thr His Phe Arg Gly Leu Leu Ala Gin Lys Asn Val He Arg Phe Lys 

290 295 300 305 

cca tct etc ttt cag cac atg ggc tat tat tea tea tac aaa ggg acg 1076 

Pro Ser Leu Phe Gin His Met Gly Tyr Tyr Ser Ser Tyr Lys Gly Thr 

310 315 320 

gag aat aag ctg aag gat gat gat ttt gaa gag gag tea ttt gac att 1124 

Glu Asn Lys Leu Lys Asp Asp Asp Phe Glu Glu Glu Ser Phe Asp He 

325 330 335 

cct gat aac ccc cct gca agt ctg tac acc aac atg aat gtg ttt gaa 1172 

Pro Asp Asn Pro Pro Ala Ser Leu Tyr Thr Asn Met Asn Val Phe Glu 

340 345 350 

aat tat gaa gca age aag get tac agt agt gtt gat gag tac ttt tgg 1220 

Asn Tyr Glu Ala Ser Lys Ala Tyr Ser Ser Val Asp Glu Tyr Phe Trp 

355 360 365 

ggg aaa cca cct tea aca gga gat gtt ttt gtg att gta ttt gaa aat 1268 

Gly Lys Pro Pro Ser Thr Gly Asp Val Phe Val He Val Phe Glu Asn 

370 375 380 385 

cca att ata ata aaa aaa att aaa gta aat act gga aca gaa gat egg 1316 
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Pro He lie He Lys Lys He Lys Val Asn Thr Gly Thr Glu Asp Arg 

390 395 400 

caa aat gat att ttg cat cat gga gcc eta gat gtt ggg gaa aac gtt 1364 
Gin Asn Asp He Leu His His Gly Ala Leu Asp Val Gly Glu Asn Val 

405 410 415 

atg cct age aaa caa agg gga caa tgt tct act tac tta aga eta gga 1412 
Met Pro Ser Lys Gin Arg Gly Gin Cys Ser Thr Tyr Leu Arg Leu Gly 

420 425 430 

gaa ttc aaa aat gga aac ttt gaa atg tea ggt gta aat caa aaa att 1460 
Glu Phe Lys Asn Gly Asn Phe Glu Met Ser Gly Val Asn Gin Lys He 

435 440 445 

cca ttt gat ata cat tgt atg agg ata tat gtc acc aaa aca caa aag 1508 
Pro Phe Asp He His Cys Met Arg He Tyr Val Thr Lys Thr Gin Lys 
450 455 460 465 

gaa tgg eta att att agg agt att age att tgg act tct tagecaatta 1557 
Glu Trp Leu He He Arg Ser He Ser He Trp Thr Ser 

470 475 
aatcagtatg ttcagtttct gaagcagttc ttcctgcttc gtcttttget acctttgtct 1617 
tttggaggga aagcaatgga tgggatatgt taaaagaaac attaattaca ttggcagttt 1677 
tcatttatac attgttgaca taattttact cttaatacac acttgtattt attttaacgt 1737 
ctgaagttga atatcagtct atagctaatg ctactttcat ttatattttt aaatgttctt 1797 
agttttaaaa tttcaactga ttgtcgaaag ggtaatatga aagattttaa atgaaaaaaa 1857 
tttgttggat gatgattttt gaaaaatagt caccaactgt atatacttcc tcaagaactg 1917 
ataattcatt atatcatcag atagctttta ttaagcatct gtgggaatat acagttgggt 1977 
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ggaatgataa tctggtttat tttttctgta aacttaagtt tccgttgact tctgtacatc 2037 
tacaatgaat acctcctcat agaagtggtg tctttacata attttttgtg taggtgacac 2097 
tatggaaaaa aaaaaaaaaa aaaaaaaaaa aaaa 2131 



<210> 9 
<211> 335 
<212> PRT 

<213> Homo sapiens 
<400> 9 

Met Asp Ser Ala Leu Ser Asp Pro His Asn Gly Ser Ala Glu Ala Gly 

15 10 15 

Gly Pro Thr Asn Ser Thr Thr Arg Pro Pro Ser Thr Pro Glu Gly He 

20 25 30 

Ala Leu Ala Tyr Gly Ser Leu Leu Leu Met Ala Leu Leu Pro He Phe 

35 40 45 

Phe Gly Ala Leu Arg Ser Val Arg Cys Ala Arg Gly Lys Asn Ala Ser 

50 55 60 

Asp Met Pro Glu Thr He Thr Ser Arg Asp Ala Ala Arg Phe Pro He 
65 70 75 80 

He Ala Ser Cys Thr Leu Leu Gly Leu Tyr Leu Phe Phe Lys He Phe 

85 90 95 

Ser Gin Glu Tyr He Asn Leu Leu Leu Ser Met Tyr Phe Phe Val Leu 
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100 105 110 

Gly He Leu Ala Leu Ser His Thr He Ser Pro Phe Met Asn Lys Phe 

115 120 125 

Phe Pro Ala Ser Phe Pro Asn Arg Gin Tyr Gin Leu Leu Phe Thr Gin 

130 135 140 

Gly Ser Gly Glu Asn Lys Glu Glu lie He Asn Tyr Glu Phe Asp Thr 
145 150 155 160 

Lys Asp Leu Val Cys Leu Gly Leu Ser Ser He Val Gly Val Trp Tyr 

165 170 175 

Leu Leu Arg Lys Val Phe Gly Thr Asn Val Met Val Thr Val Ala Lys 

180 185 190 

Ser Phe Glu Ala Pro He Lys Leu Val Phe Pro Gin Asp Leu Leu Glu 

195 200 205 

Lys Gly Leu Glu Ala Asn Asn Phe Ala Met Leu Gly Leu Gly Asp Val 

210 215 220 

Val He Pro Gly He Phe He Ala Leu Leu Leu Arg Phe Asp He Ser 
225 230 235 240 

Leu Lys Lys Asn Thr His Thr Tyr Phe Tyr Thr Ser Phe Ala Ala Tyr 

245 250 255 

He Phe Gly Leu Gly Leu Thr He Phe He Met His He Phe Lys His 

260 265 270 

Ala Gin Pro Ala Leu Leu Tyr Leu Val Pro Ala Cys He Gly Phe Pro 

275 280 285 

Val Leu Val Ala Leu Ala Lys Gly Glu Val Thr Glu Met Phe Ser Tyr 
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290 295 300 

Glu Glu Ser Asn Pro Lys Asp Pro Ala Ala Val Thr Glu Ser Lys Glu 
305 310 315 320 

Gly Thr Glu Ala Ser Ala Ser Lys Gly Leu Glu Lys Lys Glu Lys 
325 330 335 

<210> 10 
<211> 1005 
<212> DNA 
<213> Homo sapiens 

<400> 10 

atggactcgg ccctcagcga tccgcataac ggcagtgccg aggcaggcgg ccccaccaac 60 
agcactacgc ggccgccttc cacgcccgag ggcatcgcgc tggcctacgg cagcctcctg 120 
ctcatggcgc tgctgcccat cttcttcggc gccctgcgct ccgtacgctg cgcccgcggc 180 
aagaatgctt cagacatgcc tgaaacaatc accagccggg atgccgcccg cttccccatc 240 
atcgccagct gcacactctt ggggctctac ctctttttca aaatattctc ccaggagtac 300 
atcaacctcc tgctgtccat gtatttcttc gtgctgggaa tcctggccct glcccacacc 360 
atcagcccct tcatgaataa gttttttcca gccagctttc caaatcgaca gtaccagctg 420 
ctcttcacac agggttctgg ggaaaacaag gaagagatca tcaattatga atttgacacc 480 
aaggacctgg tgtgcctggg cctgagcagc atcgttggcg tctggtacct gctgaggaag 540 
gtatttggca ccaatgtgat ggtgacagtg gccaagtcct tcgaggcacc aataaaattg 600 
gtgtttcccc aggatctgct ggagaaaggc ctcgaagcaa acaactttgc catgctggga 660 
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cttggagatg tcgtcattcc agggatcttc attgccttgc tgctgcgctt tgacatcagc 720 
ttgaagaaga atacccacac ctacttctac accagctttg cagcctacat cttcggcctg 780 
ggccttacca tcttcatcat gcacatcttc aagcatgctc agcctgccct cctatacctg 840 
gtccccgcct gcatcggttt tcctgtcctg gtggcgctgg ccaagggaga agtgacagag 900 
atgttcagtt atgaggagtc aaatcctaag gatccagcgg cagtgacaga atccaaagag 960 
ggaacagagg catcagcatc gaaggggctg gagaagaaag agaaa 1005 

<210> 11 
<211> 1486 
<212> DNA 
<213> Homo sapiens 

<220> 

<223> Clone OA004b derived from T98G cell 

<220> 
<221> CDS 

<222> (117).. (1121) 
<400> 11 

cacgtcactt cctgttgcct taggggaacg tggctttccc tgcagagccg gtgtctccgc 60 
ctgcgtccct gctgcagcaa ccggagctgg agtcggatcc cgaacgcacc ctcgcc atg 119 

Met 
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1 

gac teg gec etc age gat ccg cat aac ggc agt gee gag gca ggc ggc 167 
Asp Ser Ala Leu Ser Asp Pro His Asn Gly Ser Ala Glu Ala Gly Gly 

5 10 15 

ccc acc aac age act acg egg ccg cct tec acg ccc gag ggc ate gcg 215 
Pro Thr Asn Ser Thr Thr Arg Pro Pro Ser Thr Pro Glu Gly He Ala 

20 25 30 

ctg gec tac ggc age etc ctg etc atg gcg ctg ctg ccc ate ttc ttc 263 
Leu Ala Tyr Gly Ser Leu Leu Leu Met Ala Leu Leu Pro lie Phe Phe 

35 40 45 

ggc gee ctg cgc tec gta cgc tgc gee cgc ggc aag aat get tea gac 311 
Gly Ala Leu Arg Ser Val Arg Cys Ala Arg Gly Lys Asn Ala Ser Asp 
50 55 60 65 

atg cct gaa aca ate acc age egg gat gee gee cgc ttc ccc ate ate 359 
Met Pro Glu Thr He Thr Ser Arg Asp Ala Ala Arg Phe Pro lie He 

70 75 80 

gec age tgc aca etc ttg ggg etc tac etc ttt ttc aaa ata ttc tec 407 
Ala Ser Cys Thr Leu Leu Gly Leu Tyr Leu Phe Phe Lys He Phe Ser 

85 90 95 

cag gag tac ate aac etc ctg ctg tec atg tat ttc ttc gtg ctg gga 455 
Gin Glu Tyr He Asn Leu Leu Leu Ser Met Tyr Phe Phe Val Leu Gly 

100 105 110 

ate ctg gec ctg tec cac acc ate age ccc ttc atg aat aag ttt ttt 503 
He Leu Ala Leu Ser His Thr He Ser Pro Phe Met Asn Lys Phe Phe 
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115 120 125 

cca gcc age ttt cca aat cga cag tac cag ctg etc ttc aca cag ggt 551 

Pro Ala Ser Phe Pro Asn Arg Gin Tyr Gin Leu Leu Phe Thr Gin Gly 
130 135 140 145 

tct ggg gaa aac aag gaa gag ate ate aat tat gaa ttt gac ace aag 599 

Ser Gly Glu Asn Lys Glu Glu He He Asn Tyr Glu Phe Asp Thr Lys 

150 155 160 

gac ctg gtg tgc ctg ggc ctg age age ate gtt ggc gtc tgg tac ctg 647 

Asp Leu Val Cys Leu Gly Leu Ser Ser He Val Gly Val Trp Tyr Leu 

165 170 175 

ctg agg aag gta ttt ggc ace aat gtg atg gtg aca gtg gcc aag tec 695 

Leu Arg Lys Val Phe Gly Thr Asn Val Met Val Thr Val Ala Lys Ser 

180 185 190 

ttc gag gca cca ata aaa ttg gtg ttt ccc cag gat ctg ctg gag aaa 743 

Phe Glu Ala Pro He Lys Leu Val Phe Pro Gin Asp Leu Leu Glu Lys 

195 200 205 

ggc etc gaa gca aac aac ttt gcc atg ctg gga ctt gga gat gtc gtc 791 

Gly Leu Glu Ala Asn Asn Phe Ala Met Leu Gly Leu Gly Asp Val Val 
210 215 220 225 

att cca ggg ate ttc att gcc ttg ctg ctg cgc ttt gac ate age ttg 839 

He Pro Gly He Phe He Ala Leu Leu Leu Arg Phe Asp He Ser Leu 

230 235 240 

aag aag aat ace cac ace tac ttc tac ace age ttt gca gcc tac ate 887 

Lys Lys Asn Thr His Thr Tyr Phe Tyr Thr Ser Phe Ala Ala Tyr He 
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245 250 255 

ttc ggc ctg ggc ctt acc ate ttc ate atg cac ate ttc aag cat get 935 
Phe Gly Leu Gly Leu Thr He Phe lie Met His He Phe Lys His Ala 

260 265 270 

cag cct gee etc eta tac ctg gtc ccc gee tgc ate ggt ttt cct gtc 983 
Gin Pro Ala Leu Leu Tyr Leu Val Pro Ala Cys He Gly Phe Pro Val 

275 280 285 

ctg gtg gcg ctg gec aag gga gaa gtg aca gag atg ttc agt tat gag 1031 
Leu Val Ala Leu Ala Lys Gly Glu Val Thr GIu Met Phe Ser Tyr Glu 
290 295 300 305 

gag tea aat cct aag gat cca gcg gca gtg aca gaa tec aaa gag gga 1079 
Glu Ser Asn Pro Lys Asp Pro Ala Ala Val Thr Glu Ser Lys Glu Gly 

310 315 320 

aca gag gca tea gca teg aag ggg ctg gag aag aaa gag aaa 1121 
Thr Glu Ala Ser Ala Ser Lys Gly Leu Glu Lys Lys Glu Lys 
325 330 335 

tgatgegget ggtgcccgag cctctcaggg ccagaccaga cagatggggg ctgggcccac 1181 
acaggcgtgc aceggtagag ggcacaggag gecaagggea gctccaggac agggcagggg 1241 
gcagcaggat acctccagcc aggectctgt ggcctctgtt tccttctccc tttcttggcc 1301 
ctcctctgct cctccccaca ccctgcaggc aaaagaaacc cccagcttcc cccctccccg 1361 
ggagccaggt gggaaaagtg ggtgtgattt ttagattttg tattgtggac tgattttgee 1421 
tcacattaaa aactcatccc atggccaggg cgggccactg tgctcctgaa aaaaaaaaaa 1481 
aaaaa I486 
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<210> 12 
<211> 360 
<212> PRT 
<213> Homo sapiens 

<400> 12 

Met Arg Trp He Leu Phe He Gly Ala Leu He Gly Ser Ser He Cys 
-15 -10 -5 -1 

Gly Gin Glu Lys Phe Phe Gly Asp Gin Val Phe Arg He Asn Val Arg 

15 10 15 

Asn Gly Asp Glu He Ser Lys Leu Ser Gin Leu Val Asn Ser Asn Asn 

20 25 30 

Leu Lys Leu Asn Phe Trp Lys Ser Pro Ser Ser Phe Asn Arg Pro Val 

35 40 45 

Asp Val Leu Val Pro Ser Val Ser Leu Gin Ala Phe Lys Ser Phe Leu 

50 55 60 

Arg Ser Gin Gly Leu Glu Tyr Ala Val Thr He Glu Asp Leu Gin Ala 
65 70 75 80 

Leu Leu Asp Asn Glu Asp Asp Glu Met Gin His Asn Glu Gly Gin Glu 

85 90 95 

Arg Ser Ser Asn Asn Phe Asn Tyr Gly Ala Tyr His Ser Leu Glu Ala 

100 105 110 

He Tyr His Glu Met Asp Asn He Ala Ala Asp Phe Pro Asp Leu Ala 
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115 120 125 

Arg Arg Val Lys lie Gly His Ser Phe Glu Asn Arg Pro Met Tyr Val 

130 135 140 

Leu Lys Phe Ser Thr Gly Lys Gly Val Arg Arg Pro Ala Val Trp Leu 
145 150 155 160 

Asn Ala Gly He His Ser Arg Glu Trp He Ser Gin Ala Thr Ala He 

165 170 175 

Trp Thr Ala Arg Lys He Val Ser Asp Tyr Gin Arg Asp Pro Ala He 

180 185 190 

Thr Ser He Leu Glu Lys Met Asp He Phe Leu Leu Pro Val Ala Asn 

195 200 205 

Pro Asp Gly Tyr Val Tyr Thr Gin Thr Gin Asn Arg Leu Trp Arg Lys 

210 215 220 

Thr Arg Ser Arg Asn Pro Gly Ser Ser Cys He Gly Ala Asp Pro Asn 
225 230 235 240 

Arg Ser Trp Asn Ala Ser Phe Ala Gly Lys Gly Ala Ser Asp Asn Pro 

245 250 255 

Cys Ser Glu Val Tyr His Gly Pro His Ala Asn Ser Glu Val Glu Val 

260 265 270 

Lys Ser Val Val Asp Phe He Gin Lys His Gly Asn Phe Lys Cys Phe 

275 280 285 

He Asp Leu His Ser Tyr Ser Gin Leu Leu Met Tyr Pro Tyr Gly Tyr 

290 295 300 

Ser Val Lys Lys Ala Pro Asp Ala Glu Glu Leu Asp Lys Val Ala Arg 
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305 310 315 320 

Leu Ala Ala Lys Ala Leu Ala Ser Val Ser Gly Thr Glu Tyr Gin Val 

325 330 335 

Gly Pro Thr Cys Thr Thr Val Leu 
340 

<210> 13 
<211> 1080 
<212> DNA 
<213> Homo sapiens 

<400> 13 

atgaggtgga tactgttcat tggggccctt attgggtcca gcatctgtgg ccaagaaaaa 60 
ttttttgggg accaagtttt taggattaat gtcagaaatg gagacgagat cagcaaattg 120 
agtcaactag tgaattcaaa caacttgaag ctcaatttct ggaaatctcc ctcctccttc .180 
aatcggcctg tggatgtcct ggtcccatct gtcagtctgc aggcatttaa atccttcctg 240 
agatcccagg gcttagagta cgcagtgaca attgaggacc tgcaggccct tttagacaat 300 
gaagatgatg aaatgcaaca caatgaaggg caagaacgga gcagtaataa cttcaactac 360 
ggggcttacc attccctgga agctatttac cacgagatgg acaacattgc cgcagacttt 420 
cctgacctgg cgaggagggt gaagattgga cattcgtttg aaaaccggcc gatgtatgta 480 
ctgaagttca gcactgggaa aggcgtgagg cggccggccg tttggctgaa tgcaggcatc 540 
cattcccgag agtggatctc ccaggccact gcaatctgga cggcaaggaa gattgtatct 600 
gattaccaga gggatccagc tatcacctcc atcttggaga aaatggatat tttcttgttg 660 
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cctgtggcca atcctgatgg atatgtgtat actcaaactc aaaaccgatt atggaggaag 720 
acgcggtccc gaaatcctgg aagctcctgc attggtgctg acccaaatag aagctggaac 780 
gctagttttg caggaaaggg agccagcgac aacccttgct ccgaagtgta ccatggaccc 840 
cacgccaatt cggaagtgga ggtgaaatca gtggtagatt tcatccaaaa acatgggaat 900 
ttcaagtgct tcatcgacct gcacagctac tcgcagctgc tgatgtatcc atatgggtac 960 
tcagtcaaaa aggccccaga tgccgaggaa ctcgacaagg tggcgaggct tgcggccaaa 1020 
gctctggctt ctgtgtcggg cactgagtac caagtgggtc ccacctgcac cactgtctta 1080 

<210> 14 
<211> 3156 
<212> DNA 
<213> Homo sapiens 

<220> 

<223> Clone OAF075b derived from human bone marrow stroma cell HAS303 

<220> 

<221> CDS 

<222> (11).. (1090) 

<220> 

<221> sig_peptide 
<222> (11).. (58) 
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<220> 

<221> mat_peptide 
<222> (59).. (1090) 

<400> 14 

ccccggggac atg agg tgg ata ctg ttc att ggg gcc ctt att ggg tec 49 
Met Arg Trp He Leu Pbe lie Gly Ala Leu He Gly Ser 
-15 -10 -5 

age ate tgt ggc caa gaa aaa ttt ttt ggg gac caa gtt ttt agg att 97 
Ser He Cys Gly Gin Glu Lys Phe Phe Gly Asp Gin Val Phe Arg He 

-11 5 10 

aat gtc aga aat gga gac gag ate age aaa ttg agt caa eta gtg aat 145 
Asn Val Arg Asn Gly Asp Glu lie Ser Lys Leu Ser Gin Leu Val Asn 

15 20 25 

tea aac aac ttg aag etc aat ttc tgg aaa tct ccc tec tec ttc aat 193 
Ser Asn Asn Leu Lys Leu Asn Phe Trp Lys Ser Pro Ser Ser Phe Asn 
30 35 40 45 

egg cct gtg gat gtc ctg gtc cca tct gtc agt ctg cag gca ttt aaa 241 
Arg Pro Val Asp Val Leu Val Pro Ser Val Ser Leu Gin Ala Phe Lys 

50 55 60 

tec ttc ctg aga tec cag ggc tta gag tac gca gtg aca att gag gac 289 
Ser Phe Leu Arg Ser Gin Gly Leu Glu Tyr Ala Val Thr He Glu Asp 
65 70 75 
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ctg cag gcc ctt tla gac aat gaa gat gat gaa atg caa cac aat gaa 337 
Leu Gin Ala Leu Leu Asp Asn Glu Asp Asp Glu Met Gin His Asn Glu 

80 85 90 

ggg caa gaa egg age agt aat aac ttc aac tac ggg get tac cat tec 385 
Gly Gin Glu Arg Ser Ser Asn Asn Phe Asn Tyr Gly Ala Tyr His Ser 

95 100 105 

ctg gaa get att tac cac gag atg gac aac att gcc gca gac ttt cct 433 
Leu Glu Ala He Tyr His Glu Met Asp Asn He Ala Ala Asp Phe Pro 
110 115 120 125 

gac ctg gcg agg agg gtg aag att gga cat teg ttt gaa aac egg ccg 481 
Asp Leu Ala Arg Arg Val Lys He Gly His Ser Phe Glu Asn Arg Pro 

130 135 140 

atg tat gta ctg aag ttc age act ggg aaa ggc gtg agg egg ccg gcc 529 
Met Tyr Val Leu Lys Phe Ser Thr Gly Lys Gly Val Arg Arg Pro Ala 

145 150 155 

gtt tgg ctg aat gca ggc ate cat tec cga gag tgg ate tec cag gcc 577 
Val Trp Leu Asn Ala Gly He His Ser Arg Glu Trp He Ser Gin Ala 

160 165 170 

act gca ate tgg acg gca agg aag att gta tct gat tac cag agg gat 625 
Thr Ala He Trp Thr Ala Arg Lys He Val Ser Asp Tyr Gin Arg Asp 

175 180 185 

cca get ate acc tec ate ttg gag aaa atg gat att ttc ttg ttg cct 673 
Pro Ala He Thr Ser He Leu Glu Lys Met Asp He Phe Leu Leu Pro 
190 195 200 205 
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gtg gcc aat cct gat gga tat gtg tat act caa 
Val Ala Asn Pro Asp Gly Tyr Val Tyr Thr Gin 

210 215 
tgg agg aag acg egg tec cga aat cct gga age 
Trp Arg Lys Thr Arg Ser Arg Asn Pro Gly Ser 

225 230 
gac cca aat aga age tgg aac get agt ttt gca 
Asp Pro Asn Arg Ser Trp Asn Ala Ser Phe Ala 

240 245 
gac aac cct tgc tec gaa gtg tac cat gga ccc 
Asp Asn Pro Cys Ser Glu Val Tyr His Gly Pro 

255 260 
gtg gag gtg aaa tea gtg gta gat ttc ate caa 
Val Glu Val Lys Ser Val Val Asp Phe He Gin 
270 275 280 

aag tgc ttc ate gac ctg cac age tac teg cag 
Lys Cys Phe lie Asp Leu His Ser Tyr Ser Gin 

290 295 
tat ggg tac tea gtc aaa aag gcc cca gat gcc 
Tyr Gly Tyr Ser Val Lys Lys Ala Pro Asp Ala 

305 310 
gtg gcg agg ctt gcg gcc aaa get ctg get tct 
Val Ala Arg Leu Ala Ala Lys Ala Leu Ala Ser 
320 325 



tta 721 
Leu 

get 769 
Ala 

age 817 
Ser 

gaa 865 
Glu 

ttc 913 
Phe 
285 

ctg ctg atg tat cca 961 
Leu Leu Met Tyr Pro 
300 

gag gaa etc gac aag 1009 
Glu Glu Leu Asp Lys 
315 

gtg teg ggc act gag 1057 
Val Ser Gly Thr Glu 
330 



act caa aac cga 
Thr Gin Asn Arg 
220 

tec tgc att ggt 
Ser Cys He Gly 
235 

gga aag gga gcc 
Gly Lys Gly Ala 
250 

cac gcc aat teg 
His Ala Asn Ser 
265 

aaa cat ggg aat 
Lys His Gly Asn 
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tac caa gtg ggt ccc acc tgc acc act gtc tta taaactgcca aaactgggag 1110 
Tyr Gin Val Gly Pro Thr Cys Thr Thr Val Leu 

335 340 

atactcatca gattgctcca acagaagagg aggaaggctc tcccgagggc tgtccaggag 1170 

acataaaatt tctacctttt cttttctttt tgaaatggag tttcgtttcg ctcttgttgc 1230 

ccaggctgga gtgcaatggc gtgatctcca ctcatcgcaa cttccgcctc ccaggttcaa 1290 

gcgattcccc tgcctcagcc tcccgagtaa ctgggattat aggcatgtgc cccaccccca 1350 

actaattttt gtatttttag tagagatggg gtttctccat gttggtcagt ctggtcttga 1410 

gctcccgacc tcaggtgatc tgcccgcctc ggcctctcaa agtgctggga ttacaggcgt 1470 

gagccacagc acccggccaa aatgtccacc ttttctaaga gcccatcttc catattcttt 1530 

ataggccttg tctgtccttg ttttttcaaa aaaaaaacaa tcaatttttg tataatagca 1590 

ctctatccaa cgccataggt tatggtgtgt gctacataca cagtcgacgt ttgtcctttc 1650 

aagtgctggg ccttttccta gatcgccatt ttagaggaaa ataattctaa aatggatttt 1710 

acactcttct gccttctaaa acagagcatg gagaagagat ttaagcccct tttttcatgg 1770 

ttaagtgtac ttctcaacct cagttcgtat atgctaaagg cctactctgc cgtcttggac 1830 

tgtttggacc ttctgctaaa tgatcctggc ctgttttcct tcttgtgttt gctttgtaga 1890 

gttttgtgtc tcctttctcc tgccagactg tcagcagtag cttgtattgc ttcaggccaa 1950 

cagcctctag caaccctttc ccctcctctt cactgattct gctccaggaa gggcttggaa 2010 

acaagttctt tgggttcatc tgacttgtgg ataacacagt ttcatgtact ttttgtagtt 2070 

cataagcgtg gtgattgggt tttcacgctc atgtgtgaca tatgccttcc tccaattttg 2130 

ttacaatgtt ggtgcgttac ccatcagaca tgggggaaga aagggtgttc atgacagcat 2190 

tatccatagt tacaaaagac atgtacaggg gccaagggaa aacttcccct ttgccttctg 2250 

aaggttcatt gaaaaatcaa ctgaccaaag gcagatcgat aggagaaaag gcatacaaaa 2310 

ttttatttta gtgtgcatgg cacaggggaa tcacaggaga atgatttccc aataacccaa 2370 
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tggggcacag aagcttgtat accctttttc atacaggagg gaggagatgt atggactggg 2430 

gaggtgggag gcagatatta caggaaggtg aggggcggag ctgtacagga acaaagcttg 2490 

tcttattaag cagataaagt cctccaggca atctcttgga gctgctctca gaagaataga 2550 

tgaagtctgt ctgggtgtgg tgatgattcc cagtctcatc tcttctggtg gtttatcttt 2610 

cttggttatt tgatgagacc tctagggagg gtgtttaaga caattgcatt tcttttggaa 2670 

agatgctttc ttggtcagat gaggaaattt ccaaagacag acagtccctc cctgtgtttg 2730 

gtggtggggc aggtatgggg aacaagaagt tagagggacc ttggttcggg ggcggcttct 2790 

gagggccctc agcatgtcaa aacatcagcc tttgggatat cactttctga gccccaaccc 2850 

ttgtaagtgt ctaaaatgtc cacctagaga atgcaggata aatacacatt tggtgcattc 2910 

acacaatgca gcactacgga gcccttaaat gaatgaggta gatctatgtg cgctaaaagg 2970 

gaatactcac caattgttaa ttgaaaaata catgtgcaga acagcgttaa tagtgtgttc 3030 

ccattttttg ttgttgttat tgtttttaaa gagtaggtag actttcagca gggacccaaa 3090 

taaagtgaag tttacaaact tcgtcatttt gactgaaaaa aaaaaaaaaa aaaaaaaaaa 3150 

aaaaaa 3156 

<210> 15 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence:Primer 
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<400> 15 

cgattgaatt ctagacctgc ctcgagnnnn nnnnn 

<210> 16 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer OC001-F1 
<400> 16 

gtccttcagc aaaacagtgg atttaaa 27 

<210> 17 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :Primer OM237-F1 
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<400> 17 

ccagaaagca cagccctgat tctgcgt 27 

<210> 18 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence rPrimer OA0O4-F1 
<220> 

<221> modified base 
<222> 1 

<223> biotin conjugated base 
<400> 18 

atgcacatct tcaagcatgc tcag 24 

<210> 19 
<211> 27 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial SequencerPrimer OAF075-F1 
<400> 19 

ccccggggac atgaggtgga tactgtt 27 
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Box I Observations where certain claims were found unsearchable (Continuation of item 1 of first sheet) 

This international search report has not been established in respect of certain claims under Article 17(2Xa) for the following reasons: 

1. Q Claims Nos.: 

because they relate to subject matter not required to be searched by this Authority, namely: 



2. Q Claims Nos.: 

because they relate to parts of the international application that do not comply with the prescribed requirements to such an 
extent that no meaningful international search can be carried out, specifically: 



3. Q Claims Nos.: 

because they are dependent claims and are not drafted in accordance with the second and third sentences of Rule 6.4(a). 



Box II Observations where unity of invention b lacking (Continuation of item 2 of first sheet) 

This International Searching Authority found multiple inventions in this international application, as follows: 

The polypeptides comprising the amino acid sequences represented by SEQ 
ID NOS: 1, 4, 6, 9 and 12 as set forth in claim 1 have a matter in common 
of being a novel secretory protein originating in a gene isolated from a cDNA 
library obtained from brain-tissue derived cells. 

However, distribution proteins encoded by cDNAs originating in brain 
tissues are not novel (a number of proteins secreted by brain tissues such 
as opioid peptides, tachykinin and neurotensin are publicly known) . 

Such being the case, the polypeptides comprising the amino acid sequences 

1 . f- 1 As all required additional search fees were timely paid by the applicant, this international search report covers all searchable 

claims. 

2. Q As all searchable claims could be searched without effort justifying an additional fee, this Authority did not invite payment 

of any additional fee. 

3. Q As only some of the required additional search fees were timely paid by the applicant, this international search report covers 

only those claims for which fees were paid, specifically claims Nos.: 



4. No required additional search fees were timely paid by the applicant Consequently, this international search report is 
restricted to the invention first mentioned in the claims; it is covered by claims Nos.: 

(a) The parts relating to SEQ ID NO:l in claims 1 to 3, (b) the part relating 
to SEQ ID NO: 2 in claim 4, (c) the part relating to SEQ ID NO: 3 in claim 5, and 
the parts relating to any of the sequences of (a) to (c) in claim 6 to 10. 
Remark on Protest Q The additional search fees were accompanied by the applicant's protest 

I I No protest accompanied the payment of additional search fees. 
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represented by SEQ ID NOS: 1, 4, 6, 9 and 12 as set forth in claim 1 have 
no matter in common. Since there is no other matter seemingly correspondxng 
to a special technical matter in the meaning as specified in the second sentence 
of Rule 13.2 of the Regulations under the PCT, these inventions differing 
from each other do not have technical relevancy to each other in the meaning 
as specified in Rule 13 of the Regulations under the PCT. 

It is therefore obvious that the polypeptides comprising the amino acid 
sequences represented by SEQ ID NOS: 1, 4, 6, 9 and 12 as set forth in claim 
1 do not comply with the requirement of unity of invention. 

The same applies to cDNAs, expression vectors, host cells, processes for 
producing polypeptides, antibodies and medicinal compositions as set forth 
in claims 2 to 10. 
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